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Getting Started

CKB BOOSTTM can be searched 
on through gene, gene variant, 
drug class, drug, and tumor 
type. Additional advanced 
searches include clinical trial 
search and evidence search. 

This button returns you to 
the home page .

This button brings you to a 
clickable display of the genes 
available in CKB BOOSTTM. This button brings you to a 

list of associated CKB help 
documents



Explore By Gene

• Clicking on the “Explore by Gene” button will bring you to a page where you can search for content 
related to all the genes in CKB. 

• Clicking on the “Genes” link in the toolbar will bring you to a clickable list of genes with available 
content.



Explore By Gene

Typing in the search box will trigger a drop-down list of genes. Genes in CKB are given HGNC approved names, but 
associated synonyms are also available for searching. Click on the desired gene name to select for searching. This will 
bring you to the “Gene Detail Page” for the selected gene.



Explore By Gene

• The header of the page contains data relevant to the gene, as well as a link out to the NCBI Gene page (Entrez ID), chromosome and map location, the canonical 
transcript, and its role in cancer. There are also visuals for types of variant protein effects and variant impact for the selected gene.

• Below, there are 4 tabs related to different areas of content:
• The ‘Gene Variants ‘ tab lists all annotated gene variants associated with the selected gene.
• The ‘Category Variants’ tab lists all annotated category variants associated with the selected gene.
• The ‘Molecular Profiles’ tab contains all molecular profiles (which contain one or more gene variants) associated with the selected gene.
• The ‘Gene Level’ Evidence tab lists all annotated evidence associated with the selected gene.

• All pages also incorporate filtering and sorting capability to enable easy content searching.

Link out to NCBI

Text 
Filtering

Link out to PubMed 
through PMIDs

Visuals for Variant Protein Effect and Variant 
Impact in variants of selected gene.

Text Filtering 
and Sorting 
by Column



Explore By Gene

Gene Variant Tab

The Gene Variant tab lists gene variants for the selected gene, their impact on the protein (corresponding to variant 
type), their effect on the intrinsic activity of the protein, and an annotated description. Links in blue will navigate to 
outside content. Content can be sorted or filtered. Clicking on the blue “gene variant” buttons will bring you to the 
Gene Variant Detail Page.

You can filter on any relevant text here. 
In this example, we’ve filtered on 600, 
which will restrict the display to 
variants containing “600”

Variants associated 
with drug resistance 
will have ’Y’ in this 
column.



Explore By Gene

Category Variants Tab

The Category Variants tab displays all category variants associated with the selected gene. Category variants can be classified as functional and/or 
positional. Functional category variants include act mut and inact mut. Examples of positional variants include exon, codon, and short form 
frameshifts. Category variants can include member variants and can be used to identify relevant efficacy evidence. For more information about 
category variants, click here.

https://ckbhome.jax.org/about/categoryVariants


Explore By Gene

Molecular Profile Tab

The Molecular Profile tab displays all molecular profiles associated with the selected gene, which can contain one or more gene variants. If 
appropriate, any related treatment approaches are listed. Treatment approaches are either Drug Classes or individual Therapies that have been 
assigned to variants based on evidence from the literature. Clicking on these buttons will bring you to the “Profile Treatment Approach Detail” page.



Explore By Gene

Gene Level Evidence Tab

The Gene Level Evidence tab displays all annotated evidence associated with gene variants in the selected gene. Links 
in blue go out to PubMed for the associated references.

There are multiple ‘Evidence Types’ . The majority are “Actionable”, meaning there is an association between a gene variant and therapy. 
Other evidence types are :“Prognostic” (variant association with disease outcome), “Diagnostic” (variant association with disease 
diagnosis), “Risk Factor” (germline variant association with risk of disease onset), and “Emerging” (variant as a potential therapeutic target).

The last two columns of the ‘Gene Level Evidence’ tab includes the evidence level and inferred tier for the evidence annotation based on 
the AMP/CAP/ASCO guidelines for somatic variant reporting. The corresponding molecular profile is inferred based on the specific
annotation but could have a higher inferred tier depending on the evidence.



Explore By Gene Variant

• Clicking on the “Explore by Variant” button will bring you to a page where you can search for content 
related to a gene variant. 



Typing in the search box will trigger a drop-down list of gene variants. Gene variants in CKB follow HGVS 
nomenclature. Click on the desired gene variant to select for searching. This will bring you to the “Molecular Profile 
Detail Page” for the selected gene variant.

Explore By Gene Variant



Explore By Gene Variant

• To view the gene variant description, hover over the variant button next to Gene Variant Detail in the header.
• Below, there are 7 tabs related to different areas of content:

• The ‘Variant Level Evidence ‘ tab lists all annotated evidence that includes only the gene variant in the molecular profile.
• The ‘Complex Molecular Profile Evidence’ tab lists all annotated evidence that includes the gene variant plus one or more other variants in the molecular profile.
• The ‘Extended Evidence’ tab lists all annotated evidence that includes the category variant(s) in which the gene variant is a member.
• The ‘Gene Level Evidence’ tab lists all annotated evidence associated with the gene.
• The ’Treatment Approach Evidence’ tab lists all the annotated evidence related to the Relevant Treatment Approaches listed in the header under Gene Variant Detail.
• The ‘Variant Associated Clinical Trials’ tab lists all the trials that include the gene variant as a variant requirement.
• The ‘Gene Associated Clinical Trials’ tab lists all the trials that include a any variant in the associated gene. 

• All pages also incorporate filtering and sorting capability to enable easy content searching.

Gene Variant Description



Explore By Gene Variant

Variant Associated Clinical Trials

The Variant Associated Clinical Trials tab displays clinical trials that include the selected gene variant as a variant 
requirement. NCTID buttons navigate to the ’Clinical Trial Detail Page’. Recruitment status updates daily. 



Explore By Gene Variant

Gene Associated Clinical Trials

The Gene Associated Clinical Trials tab displays clinical trials that include any gene variant specific to the gene for the 
selected gene variant. NCTID buttons navigate to the ’Clinical Trial Detail Page’. Recruitment status updates daily.



Explore By Gene Variant

To view the gene variant detail page, click on the gene variant button next to ’Gene Variant Detail’ in the top header

Gene Variant Button



Explore By Gene Variant

The header includes the variant description, the category variants in which the specific gene variant is a member, and to the right, the variant reference transcript and 
a second tab with other relevant transcripts. There are three tabs below the header.

• The ‘Evidence’ tab lists all the evidence annotations specific to the gene variant selected and includes both single and complex molecular profiles.
• The ‘Extended Evidence’ tab lists all the evidence annotations specific to the category variant(s) in which the selected gene variant belongs.
• The ‘Molecular Profiles’ tab lists all the molecular files that include the selected gene variant.



Explore By Drug Class

Clicking on the “Explore by Drug Class” button will bring you to a page where you can search for 
content based on drugs. Drug classes can be explored through the ‘Drug Class’ grid found on the top 
header next to ‘Genes’. Drug classes are named based on the drug target.



Explore By Drug Class

Typing a drug target (i.e. BRAF), will trigger a drop down list. Click to select the desired drug class. 
This will bring you to the “Associated Evidence and Clinical Trials “ page for that drug.



Explore By Drug Class

Typing a drug target (i.e. BRAF), will trigger a drop down list. Click to select the desired drug class. This will 
bring you to the “Drug Class Detail“ page for that drug. There are three tabs on this page.

• The ‘Drugs’ tab lists all the drugs that are members of the selected drug class.
• The ‘Profile Treatment Approaches’ tab lists all the molecular profiles that include the selected drug 

class as a treatment approach.
• The ’Associated Evidence’ tab lists all the evidence that includes a drug that is a member of that drug 

class.



Explore By Drug

Clicking on the “Explore by Drug” button will bring you to a page where you can search for content 
based on drugs.



Explore By Drug

Typing a drug term, including trade name or synonym, will trigger a drop down list. Click to select 
the desired drug. This will bring you to the “Associated Evidence and Clinical Trials “ page for that 
drug.



Explore By Drug

Below the header are two tabs related to different areas of content:
• The ‘Associated Evidence’ tab displays all efficacy evidence associated with selected drug, similar to what is 

displayed with gene.
• The ‘Clinical Trials‘ tab displays all clinical trials associated with the selected drug, alone or in combination 

therapy.



Explore By Indication

Clicking on the “Explore by Indication” button will bring you to a page where you can search for 
content based on disease terms. 



Explore By Indication

Typing in the indication search box will bring up a drop down list of disease terms. Disease terms in 
CKB are incorporated from the Disease Ontology (http://disease-ontology.org), which is a 
hierarchical disease ontology, composed of parent terms (ex. “breast cancer”), and child terms (ex. 
“synchronous bilateral breast carcinoma”).

Select a term from the drop down list to begin the search. Results returned will pertain only to the 
indication searched, and not “child” terms (those beneath the chosen term in the hierarchy).

Parent term Child terms

http://disease-ontology.org/


Explore By Indication

There are 2 tabs on the returned results page : ‘Associated Evidence’ and ‘Clinical Trials’, which 
display results pertaining to the disease term searched, similar to the results for “Explore by Drug”.



Advanced Searching

There are two “Advanced Search” options, which allow the user to search on multiple search 
parameters simultaneously. The ‘Clinical Trial Search’ returns clinical trials that match the search term, 
and the ‘Evidence Search’ return matching annotated evidence. Clicking on either of these buttons 
will bring you to the search page.



Advanced Clinical Trials Search

The Advanced Clinical Trial Search enables the user to search for clinical trials based on ‘gene variant’, ‘drug’, ‘indication’, clinical trial 
‘phase’, ‘country’, and/or ‘state’. A user must select at least one attribute from either ‘gene variant’, ‘drug’, or ‘Indication/Tumor Type’ 
to search on. Selecting only a ‘gene variant’ will return all clinical trials that match that gene variant,  regardless of all other attributes. 

Once you have selected the desired search terms, click ‘Submit’ to begin the search.

Gene Variant Selected

In this example, all other 
terms are left blank



Advanced Clinical Trials Search

• The header of the  Advanced Clinical Trials Search Results page lists the search parameters. Fields left blank in the search will be blank in the header. Clinical trial results will pertain to the searched 
terms. 

• When gene variant is used as  a search parameter, the results page will have 2 tabs: “Directly Associated Clinical Trials’ and ‘Gene Associated Clinical Trials’.  The ‘Directly Associated Clinical Trials ‘ 
tab will display clinical trials with ‘variant requirement’ matching the searched variant. The ‘Gene Associated Clinical Trials ‘ tab  will display all clinical trials with variant requirements related to the 
Gene of the searched variant. Searches lacking gene variant selection will not have a “Gene Associated Clinical Trials ‘ tab.

• Clicking the  white clinical trial button will bring you to the “Clinical Trial Detail” Page, which contains more detail about the trial, including  specifics on variant requirements.

Click on this button to get more 
information about the trial



Advanced Clinical Trials Search

The Clinical Trial Detail page lists additional information about the clinical trial, curated from clinicaltrials.gov, including the sponsor 
and variant requirements. The specific variant requirements are listed in the table. Requirement types can be “required” (variant is 
required for enrollment), “excluded” (variant is excluded from enrollment), “partial” (variant is required or excluded for a subset of the 
enrollment population).

The second tab ’Locations’ lists the locations of the trial, which are imported from clinicaltrials.gov.

For this trial, patients are required to 
have an EGFR activating mutation, and 
it could include EGFR exon 19 del or 
EGFR L858R.



Advanced Clinical Trials Search

Multiple Attribute Searching
Click on this  
box to enable 
searching of 
child terms to 
selected 
disease term

Users can also search using multiple attributes. Typing in each box will trigger a drop-down list of terms from which to select. Results returned will relate to ALL items 
selected (‘AND’ searching).

When choosing an indication, users have the option to include child terms (those below the selected term in the hierarchy). To enable this function, click the box below. In 
this example, all child terms for “lung cancer” will be searched on in addition to the parent term. Hit ‘Submit’ to begin the search. All results returned will pertain to the 
combination of terms selected.



Advanced Clinical Trials Search

When the “include child terms” button is selected, the header of the results page will list the 
selected indication as well as all child terms included in the search. 

In this example, ‘gene variant’ and ‘indication’ were used as search parameters. Other fields were 
left blank. Results returned will pertain to the gene variant selected AND one of the listed 
indication terms.



Advanced Evidence Search

The Advanced Evidence Search operates in a similar way to the Advanced Clinical Trial Search and 
enables the user to search for annotated evidence related to ‘molecular profile’, ‘drug’, ‘indication’, 
and/or clinical trial ‘phase’. A user can select one or more of these attributes to search on. 

Once you have selected the desired search terms, click ‘Submit’ to begin the search. Results returned will 
pertain to all attributes selected.



Advanced Evidence Search

The Advanced Evidence Search Results page lists all evidence that matches all search terms. In this 
example, evidence annotations that have both the response type: “sensitive” and contains the 
molecular profile: “PIK3CA H1047R” are returned.


